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PCR

(Enteropathogenic Eschrerichia coli: EPEC) ,
(Enterotoxigenic E.coli: ETEC),
(Enteroinvasive E.coli: EIEC) ,
Shigatoxin producing E.coli: STEC)

INV EAE Stx

ST LT

PCR
invE stx ST gene LT gene

10 cfultube
PCR
10°/mL
PCR
PCR

PCR

Stx, INV, ST,

PCR

INV  Shigella boydii, Stx

E.coli O157 : H7 Stx1&2 , ST E.coli 0148 : H28,
LT E.coli 025 : HNM

TaKaRa INV-1/2(invE), EVT-1/2

(stx1), EVS-1/2(stx2), ESH-1/2(ST gene), ELT1/2(LT

gene)

PCR
ST gene  TaKaRa invE LT gene
Stxl & stx2  Karch
100 4,500
L -1, 1-5, MK1, MKZ2, 50p L, ESH1, ESH2,
LT1, LT2, 25p L PCR
DNA TaKaRa Z-Taq
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PCR
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9 3 0169:H41
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11 3 0UT:H27
12 3 OUT:H4
13 3 0126 : HNM
14 3 OUT:HUT
15 2 0126:HUT
16 2 01:H7
17 2 026:H11
18 2 0157:H16
19 4 06
20 5 018
21 6 OUT:HUT
22 7 01
23 9 01
24 4 025
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Studies of Rapid Method for Detecting Pathogenic Factors of
Escherichia coli with Mixed Primer

Akinori YAMAUCHI, Yoshito IWADE, Yoko NAKANO , Akira SUGIYAMA |
Osamu NAKAYAMA and Norichika H, KUMAZAWA *°

Key words: polymererase chain reaction(PCR), mix primer, screenig

Using polymerase chain reaction(PCR), pathogenic factors of E.coli can be detected more rapidly than previous methods. Stx,
INV, ST and LT, that enteropathogenic E.coli has, can be detected easily with mixed primer of those four factors. Sub-culture or
removal of inhibitor substances using the column can lead high sensitivity of the detection. PCR used those four mixed primer is

very useful as a screening method.
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