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A study on a Norwalk virustrend in Mie 2001

Kanako NISHI, AkiraSUGIY AMA and Osamu NAKAYAMA
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Norwalk virus (NV) is detected by infectious disease surveillance in an infant in addition to a mass outbreak case including

food poisoning, and its attention is paid as a mass outbreak among small areas and a cause of diffuse outbreak. Examined the

pollution situation of an oyster of afixed point of 2001 and relevance with an environmental factor and analyzed a mass outbreak

case, the NV search situation of infectious disease outbreak trend investigation and the gene. Relevance with sea water

temperature was supposed in a fixed point oyster by the number of NV search having increased since the time when sea water

temperature became equal to or lessthan 10 , but the direct connection was not recognized between precipitation and seawater

specific gravity. As for NV, the number of positive specimen increased by infectious disease surveillance, and the mass outbreak

cases that shellfish did not participate in expecting it increased at the same time. Positive number increased in afixed point oyster
about 1 month later, and the mass outbreak cases that participation of shellfish was doubted increased.





