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Sal V.p S.aureus C.jejuni Norovirus
94 (87.9%) 57 (100.0%) 115 (32.7%) 25 (96.2%) 128 (76.6%)
12 (11.2%) 33 (57.9%) 208 (59.1%) 6 (23.1%) 91 (54.5%)
71 (66.4%) 25 (43.9%) 64 (182%) 16 (61.5%) 90 (53.9%)
28 (26.2%) 17 (298%) 19 (54%) 7 (26.9%) 79 (47.3%)
6 (56%) 1 (0.3%) 4 (11%) 11 (6.6%)
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27 (252%) 20 (35.1%) 14  (4.0%) 3 (11.5%) 34 (20.4%)
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